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DNA Nanoball L_ibrary Preparation

1- Isolate Genomic DNA* (1 pg, >23 kb is standard)

|

2 - Fragmentation of Sample

|

3 - Size Selection

!unlo: 50-800 gg; 100-300 bp optimal)

4 - End Repair

\.]

|

5 - Attach Adapter Sequences & PCR Amplify

I

6 — Attach Split Oligo, Denature DNA Strands, and
Ligate to foml circular ssDNA

E 0 repaw

cucular ssDNA

7 - Modified Rolling Circular Replication to form
- on8 )

Information source:
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DNA Nanoball Library Preparation Video




MY UITNITINNTTVOY AL UNNY Y

2

Genome
Processing
Software

Human Genome Data Bureau
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1x Fat node
(224 cores/3 TB Mem/12
TB NVMe)

Software IBM Aspera 500 Mbps

@ 1BM Aspera* High-Speed Transfer Server

* 3 Petabytes Storage

* IBM Aspera High-
speed Data Transfer

* 500 Terabytes Buffer
storage

8x Web/Database servers

2x DGX A100

PIPELINES

Germiine  DeepVariant

Germline Human_Par Somatic RNA

UniN@

2x Fat nodes 16
(192 cores/3 TB Mem)

2x Buffer Storage
500 TB

HPC Storage 3000 TB
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